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Molecular detection of a novel paramyxovirus in

fruit bats from Indonesia
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Background

The renns Hemipaviees in the spbfrmile
mag, mmily Paramyxoviridas, contains two highly patho-
Fenic smises, i, Hendm vinag and N,'il-mh wirc, Honres
virus causes fatal pncumonia and cncephalitis in horses
and hmans. The frst rage s Gedentifed in 1900 and
Hendra virus discase sill continues to arise sporadically
in Avsrmiin 19 Minah vire slen canees aete s-nf'-_'\-ph-
alitis and respiratory symptoms in animals and humans,
with a kish mortalty mte Omtheeabe of Mipab e
have occurred in Malaysia, Singapore, Bangladesh, and
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bats including Peropus vampyrus [3), Plerapus hyponie-
ferre 541: P ?_-:lirn' 151 fAMermmre Jr-m'I'r'rwu-.gr.rnir.-r:f-rr-r_ aryd
Preropus alecto (6], which are considered to be their nat
. recerupvivs, Epdedermindieien] sthudies demonstrate that
Hendra and/or Mipah virus-scropositive fuit bats arc
"e.'iﬂl'i':." ety terd Thfn“gh-ﬂn'r Asinn ot ET_J i].
Mo huwman cases of honipavirus infection have been
repneted i Indomesin, althrwal Mempres wrmprns that

are seropositive for both "\'ipﬁ]‘i virus and Hends virus
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indicate the presence of henipavirus or henipa-like
wrrnem in Indnmenias Sk kare cpiomactime tho sond far
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further epidemiological investigations.
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s hats fromm Ayrerradin {348
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Rubtlaviriis, has also been isolated from .f":emp..s hypo-
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remains unclear. There have been no repionis o tuvula-
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The cument study used molecular scquencing and
phydopenetic analvae i idenrife BRIL ongienee from

potential paramyxoviruses in frult bats from Indonesia,
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were sampled from four locations in Indonesm {Fgure 1},
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sequence  identity of their 165 rRNA  (9%9%) and
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